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Data from Infectious Diseases Weekly Report (IDWR)
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Genogroup I /O )L ADRLAR] A SR

m
Infectious Agents Surveillance Report

2004- 2005- 2006- 2007- 2008- 2009- 2010- 2011- 2012- 2013- 2014- 2015- 2016- 2017- 2018- 2019- 2020- 2021- 2022- 2023-
2005 2006 2007 2008 2009 2010 2011 2012 2013 2014 2015 2016 2017 2018 2019 2020 2021 2022 2023 2024

Genotype

ast

GI.1 7 1 1 1 1 13 39

GI.2 - 1 1 - - 1 7 9 2 14 47 50 6 34 62 7 3 - - 10 254
GI.3 1 7 6 6 10 - 4 29 6 7 105 55 4 26 2 3 - - 5 10 286
GI.4 - 11 14 69 31 39 - 51 25 24 6 7 11 15 7 28 11 = - 4 353
GI.5 - - - - - - 2 - - 3 - 4 - 4 2 6 1 1 - - 23
GI.6 S 11 9 20 7 38 5 25 104 7 3 5 20 9 16 3 11 2 3 6 304
GI.7 - - 2 1 3 12 4 4 2 7 1 - 9 34 14 1 1 - 2 - 97
GI.8 - - - - - - 1 - - - - - - - - - - - - - 1

GL.9 - - - - - - 1 1 1 - - - 1 - 1 - - - - - 5

Untyped

Gl 228

199 81 184 130 185 57 155 137 106 384 76 75 29 80 18 10 14 6 56 2210

Total 229 232 114 284 182 278 82 281 277 168 546 197 127 152 185 67 38 18 16 99 3572

> —2>  9F~B4E8H 20244 (wFl6%) 7H 5HAIRE

E 7 RAGMERFCAR REMAMRIHIEIR (IASR) http://www.nih.go.jp/niid/ja/iasr-noro.html &N T — 45 % —EBRZE
WS EERRTTADN SNESIDIR R EIBRICIRE SNITBHRICED <,
REREREBEHABDERD FUOCDMDEE#E. REFTSE CTHEESNITREN SR SNTEREARDIBIRNS END.
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Genogroup II /OJ-1 )L ADEEIR ASR

Infectious Agents Surveillance Report

2004- 2005- 2006- 2007- 2008- 2009- 2010- 2011- 2012- 2013- 2014- 2015- 2016- 2017- 2018- 2019- 2020- 2021- 2022- 2023-
2005 2006 2007 2008 2009 2010 2011 2012 2013 2014 2015 2016 2017 2018 2019 2020 2021 2022 2023 2024

&t

Genotype

GII.1 [ 4 - 2 - 2 . 1 1 1 - 1 - 1 5 7 - - - - 25
ey 1 10 5 30 30 345 165 89 63 29 3 78 1378 508 406 301 347 161 200 96 & 4245
Sy 1 39 12 83 37 67 531 29 20 63 283 295 47 50 224 122 12 19 44 103 2081
AW 7 o1 1129 577 369 654 437 517 1099 641 528 839 393 765 614 333 131 421 427 443 | 10415
GII.5 - - 1 - - - 9 - - 2 1 2 2 - - - - - - 17
GIL6 18 11 3 141 19 4 27 27 357 8 43 116 24 100 42 11 - 24 26 | 1003
GIL.7 11 - 1 - 10 5 4 19 5 1 15 9 4 2 - - - 20 171 277
GIL.8 2 1 - - - - - - - 3 1 - 3 11 1 - 1 - - 23
GIL.9 - 5 1 - - - - - - - - - - - - - - - - 6
GII.10 - - - - - - - - - - - - - - 4 - - - - 4
GII.12 - - - 8 31 45 44 4 - 2 - - - - - - - - 2 | 136
GII.13 - - - -4 3 3 12 30 6 1 2 - 1 - - 1 - 73
GII.14 1 50 40 1 26 66 97 53 56 7 - - 1 2 2 - - - - 402
GII.16 - - - - - - - - - - - 1 - - - - - - - 1
GII.17 - - - 1 - - - 2 4 220 329 106 146 87 53 65 21 9 15 | 1058
GII.21 - - 1 - - - - - 1 - - - - - - - - - - 2
GII.22 - - - - - - - - - - - - - - - 1 - - - 1
U“é‘;';ed 1988 2492 3289 1953 1767 1776 1936 1645 2013 2015 1581 1059 1205 885 942 404 348 352 358 489 28497

Total 1999 2668 4502 2692 2354 2944 3189 2465 3304 3184 2668 2667 3258 2391 2393 1270 915 975 1083 1345 48266
> —X> : 98 ~FE8AH [E X RERAFE AR TREAREIBHR (IASR) http://www.nih.go.jp/niid/ja/iasr-noro.html BE&DFT — 4% —EfZE




Cases

g 8 & 8

1400

1200

1000

o

Genogroup II /

1)L ADIRLIR

L I L B L B

L B

Gl
Gil.2
Gil.3

Gi6
GILY
GllILB
GllL.S
Gil.10
G112
GIlL13
Gil.14

Gll.17
Gll.21

- “L

: ' GI1.2 :
: GIL.4 i
: . . k] . ' .4 :
- ‘ GII.6 GII.17 e oot ]
3 . " . o @ .
’ PN I\ 7% GIL.3 * *
g NG\ ;N\~ N . ~ , GIL7 |
b ‘ . ‘ X : ~ . ' - G )
> . A e 4 ".'“. o P ‘. ° v /’/: )
3 i — % ¥ 9
5 2 S & & 2 T @ 8 L ® o2 g & o8 8 &
§~ g 2z %3 3322 23§35 §3
g T R R R R ER R E R R 8 8 & =




RETO FHAED )L AFITIR:

Figure 1. Norovirus laboratory reports in England by week Figure 2. Rotavirus laboratory reports in England by week
during the 2023/2024 season, compared with 5-season during the 2023/2024 seasons, compared with the 5-season
average average
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https://www.gov.uk/government/statistics/national-norovirus-and-rotavirus-surveillance-reports-2023-to-2024-season/national-norovirus-and-rotavirus-report-
week-23-report-data-to-week-21-data-up-to-26-may-2024



Confirmed norovirus outbreaks submitted by genogroup

September 1, 2022 — May 31, 2024

KETO ) OD1)LAGRITIRNR

Number of Outbreaks
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Genotype distribution of norovirus outbreaks

Outbreak Month

September 1, 2023 — May 31, 2024 (n=204)

© Norovirus GI @ Norovirus Gl

GII.2[P16) 5.2%
GlI.4 untypeable[P16) 9.4%
GIL6[P7) 9.9%

GL5[PS] N 1%
GILI7[P17] T 22.2%
Gll.4 Sydney(P16] T 22.2%
Other Genotypes I 19.3%
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https://www.cdc.gov/norovirus/php/reporting/calicinet-data.htmi



BWRAEBRHT=—17IL OFI914IILA(E3R)

g NIID B3I A7

NATIONAL INSTITUTE OF INFECTIOUS DISEASES

» BEEREITRY

» BDRCMNHTHET

» TIsISRINE

> ERESDE

» KRB ESOT

R - i - WEARY

» HIRAS
» EERERN
> FRE

.

MRERHBY 217

< DR

AT IV MBI =20 BRERA 20240550

WAERET— 1 7)L2. SREXCE OV TELEORSS IS NINORTORSE
EOTHIC. BISRENAS L LRUNETHARORBABTHARINTTNTS
0. SRENECERSTRNOCEFEXNIRERLER>THIFEY, FXT2TILE
g?r!b- BLARL. RF0ORP IR 22 E0LRBLTVCZENRICRDINT N

2024.05.20 SABRT [BARARE -DOOTAR-LXBRL2LE

2024.05.02 <ABOE o (EFREN] PREYN (MFEHFFLAOTILAR
SFTSOMILATDAENICHES. ) | EHLELS

2024.03.28 SHASDE o (BEE! $BHLELE

2024.03.21 SABRF O (EAMEINSRE] (AU MEBNIRDSAE.
JDOTAS MERIERRAT. ENMEBEERIT. ERMMEEF LR N0 —
[SAT. N AT LMERRESSEESOR) vENLEUS

2025.03.18 SASRAT O (AFLULEHEESY FORNSAT] *BELELL
2024.03.18 SAMRE o N IO91S MERATFSRR8RE) w8ALE

-~
(VT

N TR

Vo G

B

BAER ENGLISH
(MR:5]

2012-01-16 - MUREND
ST IFRADN
T

2016-08-01 - FNEN
HEsRSNI7ERRS

(8 LorLL2t
i 1)

2015-08-03 - HEMTEW

SR LFCEVRS
(&) LIrLRAt
el ]

2014-07-07 - @EREN
BRRRABISEHGAR

(¥30) L orL2Ae
et L

2014-12-22 - BRMAL
SARUADA AR EES
HFInHD. HT-RD
—~F 4 IS WRDEHY
FRaomR

SHRNE EARH

RSTCILAMDE 2023F0AR

o BRNEMR 2023F1R78

ASTERIEL RS 2024F 1AM
BoNERN

G OFSTLA 20252SAE D

o JODAILA 2019=6R %
o URIAILA 2021EL7AK

o PFSDCILATFME 20220858 K

o K| 2011107
¢ BRO®™ 2023%TARR

o RS
s FRUERBLA  2015%2HK
o AIF=) 2018F2AK

¢ RRENTERS 2015188




ZH mELISAIC K AR iR H iEZ S ERME

BREMH(BEE, FORMBLEALYPH—EH)

|

10%PBSEEHE H——> D AL/90O7TRE

l@

(2 ELISAE
RNARH

RNAE & —> (4) PAGE

®) 1) 7 LA LPCR

® TILFTL Y APCR

(VP7 genotyping)

@ RT-PCR

PCREEY

> @ L —IT AR

M-2. ELISA i&
VBt 294020 ELISA ¥ v PR ETHLIRE N, SFEWMRICBTHIARAZ2 V==

HEE LTHLESFHMEIN TV,

7= 8¢

SEMIIWIE Y S

O%70Y ROTACLONE

_REPOIT A2 RILR (TN}
HRBRIXR L
v rocess) ELISA
(LT
AMETRS b W
Wil pane e
L L L e
ELL LR - aLin
A b dd
PO L R ey

e -la
B )

L L T -

EELLE LIRURY e
MRATY 2040 -

’Mﬂnup ______
e 4d YN ot i e

l!ﬂas‘ﬁ_..._.. -

-

BERBEFEATHRNE - BRI TWRVLWEYD, TS

ZIEREBANSEZATTALENDL S, BERBREOCBB TR T IRESZIZLA YR
WEEZXLNDHED,




FEEE:YTILEALPCRIEDTS5AT—TO—TZ%—&K1{t

<RVARDO7 74 v—BLUOT a—TORR >
#E LM : Journal of Medical Virology 80 (2008) 1489-1496

Target Primer name 5'- sequence -3' Position Product size
NSP3  NSP3-FDeg  ACCATCTWCACRTRACCCTC 988-1007
NSP3-R1 GGTCACATAACGCCCCTATA 1055-1074 87

NSP3-Probe” ATGAGCACAATAGTTAAAAGCTAACACTGTCAA 1009-1035

> BRHFREREGFREOEENIRN O, =27 L LHIER.

® RVCDTSAY—TO—TZ&H=I1ZEM,
<RVC ORIz lHWA 754 v— « Tu—7OR%| >

Target Primer name 5'- sequence -3' Position  Product size
VP7  RVC-VP7-616F GCTGCATTTGGTAGTGACTGYGA 616-638
RVC-VP7-705R AGTTTCTGTACTAGCTGGTGAACA 682-705 Q0

RVC-VP7-649P(29) TGTCCATTAGATACTACAAGTAATGGAAT 649-677
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RNAfE H vk
Direct-zol RNA MiniPrep Kit (ZymoResearch) DWTaH > 65°CTC+ 9
QlAamp Viral RNA Mini Kit (Qiagen) Buffer AVEGiAH, > 95°CTELNEA A

Direct-zol RNA kit (ZYMO Research) QlAamp Viral RNA kit (QIAGEN)
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BE
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RVA (NSP3) &t hO—JLRNA

@ Vo aATFIIRBDTSAT—-Ta—TyvrZAULS) 7 ILEA LPCRIZF| AR RE,

£2& 3k : Journal of Medical Virology 80 (2008) 1489-1496

Target  Primer name 5'- sequence -3' Position Product size
NSP3  NSP3-FDeg ACCATCTWCACRTRACCCTC 988-1007
NSP3-R1 GGTCACATAACGCCCCTATA 1055-1074 87

NSP3-Probe = ATGAGCACAATAGTTAAAAGCTAACACTGTCAA 1009-1035
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RVA (NSP3) &t hO—JLRNA
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o /091 )L ADBEFEES
B FERROFEUUE

Gcnngmup I Nucleotide position
0 1000 2000 3000 4000 S000 6000 7000
lo_'llno'lllc'ali"lcoa'lb'l'llltltlll'ill
4 we  Highly conserved region
,‘; pr— \ - - e = - o o .w el oy e e .Gh oo .Uy .un 0. u o A & o e b e b o ‘ os AR ot - an -
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= 05~
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NTPase JAdike VPg prolease RdRp
[ : ve1 —

MIREICRES I D NTYE (VPT) [EXD RSN

Kageyama et al. J. Clin. Microbiol. 2003
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Genogroup [ Genogroup 11
BEE wEE HEE =R
G/l Gl Gl il
G2 .2 G2 GlL2
Gi/3 Gl.3 GIV3 «iL3
Gl/4 GlL4 Gli/4 GllL4
GU5 ¢S GIYS GiLS
Gl/6 GlL6 GIVe clLe
GU7 Gl.7 GIV? GiL?
cu8 GlLé Gi/s alLs
GLo G5 GIve GilL9
GI/10 GlL8 cly/10 ¢ll10
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IASR 2015/9/8 & D ik#¢ - : BERL
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Co-infecting virus strain 1|

pis NTPaswe pil VWa Pro LIS LIS YPl
AAAAAAALANN
Yl
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Co-mnfocting virus strain 2

A8 NIP 11 Vg P iR vF
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Updated classification of norovirus genogroups and genotypes

Preeti Chhabra'®, Miranda de Graaf, Gabriel |, Parra’, Martin Chi-Wai Chan®, Kim Green?®, Vito Martella®, Giuhong Wang’,
Peter A, White®, Kazuhiko Katayama®, Harry Vennema'®, Marion . G. Koopmans? and Jan Vinjé'

Abstract

Noroviruses are genetically diverse RNA viruses associated with acute gastroenteritis in mammalian hosts. Phylogenetically,
they can be segregated into different genogroups as well as P {polymerase)-groups and further into genotypes and P-types
based on amino acid dwversity of the complete VP1 gene and nucleotide diversity of the RNA-dependent RNA polymerase (RdRp)
region of ORF1, respectively. Inrecent years, several new noraviruses have been reported that warrant an update of the existing
classification scheme. Using previously described 2= standard deviation (50) criteria to group sequences iMo separate clusters,
we expanded the number of genogroups to 10 (GI-GX) and the number of genctypes 1o 49 (9 GI, 27 GII, 3Gl 2 GIV. 2 GV, 2 GVI
and 1 genotype each for GVII, GVIII, GIX [formerly GIL15] and GX). Viruses for which currently oaly one segquence is avallable
in public databases were classified into tentative new genogroups (GNAT and GNA2) and genotypes (GILNAT, GILNA2 and GIV,
NA1) with their definitive assignment awaiting additional retated sequences, Based on nucieotide diversity in the RdRp region,
noroviruses can be divided into 60 P-types [14GL 37 GIL Z GIIL, 1 GIV. 2 GV, 2 GVI, 1 GVl and ) GX), 2 tentative P-groups and 14
tentative P-types. Future classification and nomenclature updates will be based on complete genome sequences and will be
coordinated and disseminated by the international noravirus classification-werking group
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