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2018% 20194  2020%F  20214F 20224 20234

DI AR 72.5 53 56 63.9 66.7 39.2
ArERNYB—-DxPa=/Tl) 6.3 6.8 4.9 4.9 4.4 9.9
YILERTEE 35.6 22.7 26.1 39.8 31.7 26.2
TRIIKE 15.6 171 12.4 15.8 15.4 12.9
e KRG E 14.3 8.3 6 4.7 9.8 13.9
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Comparing Sporadic and Outbreak Foodborne lliness

Table 1. Number of outbreak cases versus sporadic cases and outbreak fraction, FoodNet data, United States, 2004—2011*

Pathogen Outbreak cases Sporadic cases Outbreak fraction, %
Campylobacter 195 42,744 0.5
Escherichia coli O157 730 3,117 19.0

Listeria 56 1,024 5.2
Salmonella 3,161 50,690 59
*Representing 101,717 reports with complete data for all study variables out of 110,157 total reports. FoodNet, Foodborne Diseases Active Surveillance
Network.

Emerg Infect Dis 2016 22: 1193-1200
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Large Outbreak of Guillain-
Barré Syndrome, Peru, 2019
Emerging Infect Dis 2020 11: 2778-2780

20174 0.19. A/ A 100,000 A

20184 0.81.A/A 100,000 A

20194 3.44 A/A 100,000 A (4B MS7TAHIE—2)
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Whole genome MLST

C—3 Peruvian strains
[ Chinese strains
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FIG 3 Whole-genome MST of C jejuni ST-2993 used In ths study. The numbers over branches Infer relatedness by stating
the substitution per sequence site. Branches spanning <0.00001 substitutions per site were collapsed for clarity. A
represents Peruvian Amazon strains while B represents Peruvian GBS strains. C represents Chinese GBS strains.

Microbiol Spectr 2022 10:01187-22
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A Urgent Threats

These germs are public health threats that require urgent and aggressive action:

CARBAPENEM-RESISTANT
ACINETOBACTER

CANDIDA AURIS

CLOSTRIDIOIDES DIFFICILE

CARBAPENEM-RESISTANT
ENTEROBACTERIACEAE

DRUG-RESISTANT
NEISSERIA GONORRHOEAE

Bz
I Concerning Threats

These germs are public health threats that require careful monitoring and prevention action:

ERYTHROMYCIN-RESISTANT
GROUP A STREPTOCOCCUS
CLINDAMYCIN-RESISTANT

GROUP B STREPTOCOCCUS

CDC. Antibiotic Resistance Threats in the United States, 2019. Atlanta, GA:
U.S. Department of Health and Human Services, CDC; 2019

*Z|

Serious Threats

These germs are public health threats that require prompt and sustained action:

DRUG-RESISTANT
CAMPYLOBACTER

DRUG-RESISTANT
CANDIDA

ESBL-PRODUCING
ENTEROBACTERIACEAE

VANCOMYCIN-RESISTANT
ENTEROCOCC/

MULTIDRUG-RESISTANT
PSEUDOMONAS AERUGINOSA

DRUG-RESISTANT
NONTYPHOIDAL SALMONELLA

B8 DRUG-RESISTANT
& SALMONELLA SEROTYPE TYPHI

DRUG-RESISTANT
SHIGELLA

METHICILLIN-RESISTANT
STAPHYLOCOCCUS AUREUS

DRUG-RESISTANT

§ STREPTOCOCCUS PNEUMONIAE

DRUG-RESISTANT
TUBERCULOSIS
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HESE S 2 ek
® CAM #%I11 I8l 200mg + 1 H 2 [ - 3~5 H
® AZM #1711 91 500mg + 1 H 1 [l - 3~5 HFH
® EM #1711 [1] 200mg - 1 H 4 [A] - 3~5 H

DRUG-RESISTANT
CAMPYLOBACTER

v eevee serious AR, A

448,400

BARICZEEEFZSHES 2016 vol. 64 no. 1

# piid
pitid

SF545H 31 H

ESTIMATED ESTIMATED BT IR B

NUMBER Of INFECTIONS .

INFECTIONS PER 100,000 EMKEREE - BERE
PER YEAR U.S. POPULATION

281

Foxacnano Lk

AZITHROMYCIN

Antibiotic susceptibility helps describe how sensitive germs are to particular
antibiotics. An antibiotic can stop the growth of or kill a susceptible germ.

*Average (2015-2017), includes Campylobacter jejuni and Campylobacter coll.

CDC. Antibiotic Resistance Threats in the United States, 2019. Atlanta, GA:
U.S. Department of Health and Human Services, CDC; 2019
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flagellum .
GM1 Capsular polysaccharide| ....
iR LOS  vARIABLE A E
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Phospholipid
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TABLE 1 | Vriable lipooligosaccharide (LOS) structures synthasized by differant C. jajuni LOS locus types.

LOS locus class (reference strain LOS structural epitopes Mimicry (reference)

and accession no.)

A (RM104&/ATCCA3432 AF215650) g aavie Human ganglioside glycosphingolipid (Nachamiin et al.,
[‘ . .. ot 2002; Godschalk et al., 2004; Mortensan at al,, 2009)
|, BO...D - 606.;0
. o 0 ® o
L -

B (81-176 CPOD0538.1)

C (11168 AL111168.1)

D (AM3418 EU404109)

E (81116 CPO00814)

F (RM1221 CPO00025)

M (RM1503 EF140720)

P (4031 HG428754.1)

R (GC149 AY962325)

s

bacess — SSOBES -«I
res®e %0

Human ganglioside-like LOS structures other than GM1,
GD1, and GQ1b (unknown)
Human ganglioside-like LOS structuras other than GM{,
GD1, and GQ1b (unknown)

[ r
Goeeec
. Pl
poTmoesee® -
ot 1 0 L ]
mesmes -
L ]
QOBeO
e

Non-sialylated LOS with N-acetyl quinovosamine

Human ganglioside glycosphingolipid (Godschak et al|
2004; Mortensen at al,, 2009)

Human gangliosida glycosphingolipid (Linton et al., 2000)

Unknown (Godschalk et al., 2004)

Unknown (Godschalk et al., 2004)

P1 blood group glycosphingolipid Partial P1 blood group

glycosphingolipid Partial human ganglioside
glycosphingolipid (Houlston et al., 2011)

Lewss type-1 glycosphingolipid (Houlston et &, 2011)

No mirmics (Poly et al., 2008)

Human ganglioside glycosphingolipid Partial P1 blood
group glycosphingoipid Partial human ganglioside
glycosphingolipid (Houfston et &, 2011)

Experimentally charactenized LOS structures fo data. Hypothetical structures are not inciuded here. Glycans in LOS structures were drawn according to the Symbol

Nomeanciature For Glycans (SNFG).
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