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Adenovirus - not typed

Adenovirus 1
Adenovirus 2
Adenovirus 3
Adenovirus 4
Adenovirus 5
Adenovirus 6
Adenovirus 7
Adenovirus 8
Adenovirus 9
Adenovirus 10
Adenovirus 11
Adenovirus 12
Adenovirus 13
Adenovirus 14
Adenovirus 15
Adenovirus 16
Adenovirus 17
Adenovirus 18
Adenovirus 19
Adenovirus 20
Adenovirus 21
Adenovirus 22

\Adenovirus 23
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Adenovirus 24
Adenovirus 25
Adenovirus 26
Adenovirus 27
Adenovirus 28
Adenovirus 29
Adenovirus 30
Adenovirus 31
Adenovirus 32
Adenovirus 33
Adenovirus 34

Adenovirus 34/35

Adenovirus 35
Adenovirus 36
Adenovirus 37
Adenovirus 38
Adenovirus 39
Adenovirus 40

Adenovirus 40/41

Adenovirus 41
Adenovirus 42
Adenovirus 43
Adenovirus 44
Adenovirus 45

BRIE65F A 7% 34.

Adenovirus 46
Adenovirus 47
Adenovirus 48
Adenovirus 49

Adenovirus 53
Adenovirus 54
Adenovirus b5
Adenovirus 56
Adenovirus 57
Adenovirus 61

Adenovirus 64 (19a)

Adenovirus 65
Adenovirus 79
Adenovirus 81
Adenovirus 85
Adenovirus 111

Adenovirus Z DO
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HAdV Working Group

1a for a New

Home

Human Adenovirus Working Group
As a service to the adenovirus research community, with the goals of coordinating and
standardizing the process of assigning names to candidate novel human adenoviruses and
reducing conflicts with names, the Human Adenovirus Working Group is a collaboration
between adenoviral researchers and the National Center for Biotechnology Information
(NIH)/GenBank.

This serves the purpose of avoiding duplicale genoltype numbers (and relractions) in the

literature and sereening inappropriate candidates, such as labaratory construets.

This is an on-going discussion in developing and refining typing criteria that
is open to the adenovirus rescarch community for input,

March,
Note: Latest HAdV genotype number 116 has been assigned

2024 Update.

Alenoviras Rume Aocesion ¢ Year Pentoe Jesun

Genetype {Puhliearian) has
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This is an on-going discussion in developing and refining typing criteria that

is open to the adenovirus research community for input.

March, zo24 Update.
Note: Latest HAdV genotype number 116 has been assigned

Ademovirus Name Accession # Year Penton Hexon Fiber

Lenotypse {Publication) baze

HadV-Dus Pi3H28F IEa 202, 13 28 1
Sea

HAIV g P22HEFS OR044015 ele i) 73 a &5

HAAV-Til14 PHaF ORAS3A35 anm - 3 3

HAIV T3 P2oH42F42 Mivhg4daa 203 0 42 43
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o Human adenownis B siramn humdrvUb UFL_Adviaahl :.EDUJ'"S[PJ-HI-JL complele genome
Human mastadenovirus B Kobe 120508 DNA complets genome
Human mastadenovirus B Kobe-230181 h.A compele genome
Human mastadenovirus B Nara-A230040 DNA, complete genome
Human mastadenovirus B Nara-AZ30042 DNA, complele genome
Human mastadenovirus B Nara 4230054 DNA complete genome
Human mastadenovirus B Nara-AZ30056 DNA, complele genome
Human mastadenovirus B Nara A230057 DNA complete genome
L 75?!] 7 d Human mastadenavirus B Nara-A230068 DNA, complete genome
E= Human mastadenovirus B Nara-A230077 DNA, complete genome
Human mastadenavirus B strain vrhadvb1, complete genome
Human mastadenovirus B -mla‘(e Human/China/ Shanghai/ 3096/2008/3[P3H3F Y
Human mastadenovirus B isalate Human/China/Shanghai 34 96/3[P3H3FI) 200
Human adenowrus B3 salate BJ201 70320, complele genome
Human adenovirus B3 isolate BJ20170379 complete genome
Human adenowarus B3 solate BJ20180075, complete genome
J Human adenovirus B3 isalate BJ20180030, complete genome
i Human adenoarus B3 solate BI2018055/, complete genome
Human aﬂenowus Eg |solatle &33{3%‘?&% cmplele gencme
binl z Fluman adenowrus B3 isolate BJ20180700, complete genome
v
[ 7:|: 7 d 2 + H exon3¥\\ %ﬂ?ﬁ% A Human adenowarus B3 solate BJ20180118, complele genome
Human adenovirus B3 isolate BJ20180730, complete genome
Human adenowus B3 solate CC20150103 complebe genomie
Human adenovirus B3 isolate GZ20150036, complete genome
Human adenowirus B3 isalate HB20140057, complete qenome

I S H d B3 isolate SH20160051 1
} 7@ 7d2 + H exon. Penton 39_—?—_]% %ﬂ}ﬁ”‘q A Litiman é’ﬂiﬂﬁﬂiﬂi B3 isoiate %Hfmrnnfﬁ ?gmng %Eﬂﬁm.‘i
= Human adenovirus B3 isolate ZJ20150106, complete genome

Human adenowirus B3 isalate ZJ201501 14, complete genome
Human adenowius B3 solate GZH201905067/2019, partial genome

r | Human adenovirus B3 isolate HADY-B3USABO272010, complete genome

3 ;:FJ N H R C 1 2 7 6 Human adenoarus B3 solale HAGV-BUSAMRR2008, complele genome

J i Human adenowvirus B3 isalate HAGV-BAUSATKS2011, complete genome

L 3AY + 3-THEHE 2 Human adenowrus B3 msolate HADV-BWUSASKZ2009. complete genome
T 7R ;f Human adenovirus B3 isolate HADV-B3USANONZ/2013, complete genome
= Human adenowrus B3 solate HAGY-BIUSAN 10302013, L'L'lrl'liJ|f.|.1. PO

3A fE ?Hi Human adenovirus B3 isolate HAGV-BIUSATGR2011. complete genome

Human adenowrus B3 solate HAGV-B2AUSAMONG2013 complets genome

= v Human adenovirus B3 isolate HA compléte genome
TR fZAERR 7d2 T U F Uk 66E | d B3 isolate HAGV-BIUSAGI2/2010, I

Human adenowrus B3 solate HAGV-BAUSAN0Q172013, complele genome
Human adenovirus B3 |so|ate [ I.ﬂ.u\f B?l USA/SJTIH009, complete genome
Human adenovirus B3 isalate HADY-B3MUSAMOQ22013, complete genome
Human adenovirus B3 |so|ate HAdW- Bﬂ- USAHBAD2020, complete gencme
Human adenovirus B3 isolate HADV-BAUSAGI22010, complete génome
Human adenovirus B3 isolate HADV-B/ USA,ERSQO 10, complete genome
Human adenovirus B3 isalate HADV-BAMLISAN 2042015, complete genome

3%

Human adenowrus B3 solate HADV-BIUSAN2P22015, complele genome

Human adenovirus B3 isolate HAGY-B3USAGME/2018 complete gemome

Hurman adenowrus B, Type 114 (P114/H3/F3) isolate 43593 Han1/M23 complete genome
Ié-'l af F"‘lH'lF”ili|

Human mastadenavirus B isalate human/Ch 'Shanghai/G7R2000/3
Human mastadenovirus B isolate Human/China/Shangha 40100201 &J[P&HJI—J{

Human mastadenovirus B ADVB3_Fukushima_H7T39 "2019 DNA_ nearly complele genome
3 Eg 0) ¢ " \' \ % Hurman mastadenaovirus B ADVBI Fukustima_0573_2019 DNA, complete genome
== 00O Human mastadenavirus B Kobe-230147 DM« TomplEie genome’
Human mastadenovirus B Nara-AZ3006 , complele genome

-> » 1 Human mastadenovirus B Nara-A2 30084 DNA complete genome
(W *L-a-’\-z E ¥ﬁ§=_l l I 40) HIlJI'I11n adenovirus F!-": isalate FLI?f'.IIHl'} 531, com IHE Engms

F Human adenovirus B3 isolate HADY-BAUSATD2010, complete genome
B

N ? Human mastadenavirus B Kobe- 230174 DNA, complete qe-nomp
Pe n"’o N Z 6 0) b fo000 MAG. Human adenovirus B3 isolate ASU101 1504, compiecle o
o ?3I Human adenovirus B3 isolate HADV-B3 8530 May 2023 r.ompIPTP genoms
Y ' - Human mastadenowms D Knbe 230218 Dh-AI,_cnm 1 QENom
] * L z \' \ 6 iE)lk ! B Human adenovirus B3 isolate HADY-BIUSASKEZD09 f.ﬂmp|FTP genome

oaisp™ Human adenowrus B3 |w|dl1. BJ201 80621, complete genome

Human adenovirus B3 isalate BJ20170231, complete genome
Human adenowius B3 solate BJ201 70284, con 1|.l|1.ll. Qenome
0 T‘kt Human adenovirus B3 isolate FLI?UU’D?R omplete genome

Human adenowius B3 wsalate HADV-B3USA/ 14 complele genome
Human adenovirus B3 isolate HADV Bﬂ. USA,‘S 10/2010, complete gencme
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PxxHxxFxx = HAdV- % :©. Accession:X,

March, 2024 Update.
Note: Latest HAdV genotype number 116 has been assigned

Adenovirus Name Accession # Year Penton Hexon Fiber
Genotype (Publication) base

HAdV-D116 P33H28F71 TBA 2024 33 28 71
HAdV-Di15 P2oHS8FS 0OR044915 2024 22 8 8
HAdV-D113 P20H42F42 MW694832 2021 20 42 42
HAdV-Di12 P112H112F67 TBA 2018 112 112 67
HAdV-D111 P37HQFg LC652931 2016 37 0 9
HAd4V-D110 P67/H110/Fg OM830315 2018 67 110 o]
HAdAV-Di1og P22/H1g/Fg OM830314 2018 22 19 o]

HAdV-C108 P1H2F2 N/A 2014 1 2 2
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Taxonomy |edit]

Wikipedia ‘t ‘) Mastadenovjrus The genus contains the following species: @ ICTVG)?}J 3 ‘:\
Virus classification S e mastadenonrie A EHRLDOLTL
edl Vi 5 (FTULiHL,

unranked): irus 5
( ) ; Pl h,
Realm: Varidnaviria BFEDHFRT
Kingdom: Bamfordvirae [ SO
Phylum: Preplasmiviricota ,
Class: Tectiliviricetes c
Order: Rowavirales
Family: Adenoviridae
Genus: Mastadenovirus )
Species . Human adenovirus A 12
see text g :

2023F & Y) =43% (binomial nomenclature) FIBIRZE L 7=,
SBAIMILRAES 2EEY MALXE ZEREVHZHERR
(FALUAZAFRREEGHFIAER) HBAKREL IR LY. BPEICEHATEIVANILANDBIEIRE (B1B) K,



Archives of Virology
https://doi.org/10.1007/500705-021-05323-4

VIROLOGY DIVISION NEWS q

Check for
updates

Differentiating between viruses and virus species by writing their
names correctly

Francisco Murilo Zerbini' © - Stuart G. Siddell? - Arcady R. Mushegian® - Peter J. Walker? - Elliot J. Lefkowitz’ -
Evelien M. Adriaenssens® - Poliane Alfenas-Zerbini’ - Bas E. Dutilh®° - Maria Laura Garcia'® - Sandra Junglen'’
Mart Krupovic'? - Jens H. Kuhn'® - Amy J. Lambert'® - Malgorzata tobocka'® - Hanna M. Oksanen'® -

David L. Robertson'’ - Luisa Rubino'® - Sead Sabanadzovic'? - Peter Simmonds?° - Nobuhiro Suzuki?'!
Koenraad Van Doorslaer?? - Anne-Mieke Vandamme?*?*. Arvind Varsani?®

© The Author(s), under exclusive licence to Springer-Verlag GmbH Austria, part of Springer Nature 2021

Abstract

Following the results of the International Committee on Taxonomy of Viruses (ICTV) Ratification Vote held in March 2021,
a standard two-part "binomial nomenclature” is now the norm for naming virus species. Adoption of the new nomenclature is
still in its infancy: thus, it is timely to reiterate the distinction between "virus" and "virus species” and to provide guidelines
for naming and writing them correctly.

- CEPR
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Species —AR % fog (—hA%%)
RKRICTVKk kKkcommunitykk kkAIa=Fq%kk

Human mastadenovirus A Human adenovirus Al 2 EbTPF/OAILZARE I 2B
HAdV-AIl 2 EFPT/OAILRAI 2T
HAdV-12 cTHRIERETT /I9MILR -

Human mastadenovirus C Human adenovirus C| EFTPF/OAILRCEE | BY
HAdV-C | EFPT/IOAIRC | Y

HAdV- | BT T/ IAILR

EHOL—LRHE—HRIBEOHR TR, ERHOSELHBOAR
l\ CEPR ——HBEE——

Center for Emergency Preparedness and



wwees §CITHuman mastadenovirus A---G (I F&E L &\

[ select to search across all ICTV releases

show 10+ entres VO OREER T AR IRENBENANS,

View ‘
023 Genus Varidnaviria » Bamfordvirae » Preplasmiviricota » Tectiliviricetes » Rowavirales » Adenoviridae » Mastadenovirus
History |
View ‘
: 2023 Species  Varidnaviria » Bamfordvirae » Preplasmiviricota » Tectiliviricetes » Rowavirales : Adenoviridoe » Mastadenovirus - Mastadenowirus adami

History |
View ‘

2023 Species  Varidnaviria » Bamfordvirae » Freplasmiviricota » Tectiliviricetes » Rowavirales » Adenoviridae » Mastadenovirus » Mastadenovirus aegyptiaci
History |
View ‘

2023 Species  Varidnaviria » Bamfordvirae » Preplasmiviricota » Tectiliviricetes » Rowavirales : Adenoviridae » Mastadenovirus : Mastadenowirus alienum
History |
View ‘

2023 Species  Varidnaviria » Bamfordvirae » Freplasmiviricata » Tectiliviricetes » Rowavirales » Adenoviridae » Mastadenovirus » Mastadenovirus asiensse
History |
View ‘

) 2023 Species  Varidnaviria » Bamfordvirae » Preplasmiviricota » Tectiliviricetes » Rowavirales » Adenoviridaoe » Mastadenovirus : Mastadenovirus blackbeardi

History
View |

2023 Species  Varidnaviria » Bamfordvirae » Freplasmiviricota » Tectiliviricetes » Rowavirales » Adenoviridae » Mastadenovirus » Mastadenovirus bosdecimum
History |
View ‘

2023 Species  Varidnaviria » Bamfordvirae » Preplasmiviricota » Tectiliviricetes » Rowavirales » Adenoviridae » Mastadenovirus » Mastadenovirus bosprimum

History |
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Human mastadenovirus A Mastadenovirus adami

Human mastadenovirus B Mastadenovirus blackbeardi

Human mastadenovirus C Mastadenovirus caesari

Human mastadenovirus D Mastadenovirus dominans

Human mastadenovirus E Mastadenovirus exoticum

Human mastadenovirus F Mastadenovirus faecale

Human mastadenovirus G Mastadenovirus russelli

Genus Species Virus name Isolate Accession el ol Abbrev.
sequence

Mastadenovirus Masfqdenovurus human . X73487 Complete HAdV-12
adami adenovirus |2 I genome

A,B,C,D,E,F,GE\ 7‘)[’_70 2:“: 'I:‘TT’JT Li‘)f:o)ﬁ\ L SE S NENEN T\Bﬂ !
2024 FE& <. Human adenovirus Al 2, HAdV-A | 2$2%. ... B>,


https://www.ncbi.nlm.nih.gov/nuccore/X73487

Human mastadenovirus f& ¥ &

BogEIcodL T,
i FRE&EE FieR
mpm A RPREEBX 12,31
BRE | MBI - K - REX 3,7
B2 B MERERESS - (PRIEHK) 1 1,34,35
HER C aMpRBERURE - Rk - (REK) 1,2,5,6
_ D RITHEARRER - RERX 8,19/64,37,53,54,56,85
= E  AMTIRSSRCGRE - Ak - (RER) 4
L F o REMBEEL 40,4 |
- G RpEMBEBRX 52

- A-GOTHEICH I N, OBFUCRER LY L TIOOB ~HHREINTVS
HEICE ST, METARENERY, A—HEATLILEEREIRSR S
PR Z Y EALBATIRAEF LBV H B35,

AFICPREZ (B,C,EM) OFT/ UM NRREL B EICBESTEETH S




the old species name

Human mastadenovirus A: Adam, the first man Mastadenovirus adami
Human mastadenovirus B: Blackbeard (the pirate,

viruses act as pirates) Mastadenovirus blackbeardi
Human mastadenovirus C: Caesar (emperor,

human adenovirus (AdV) 2 and 5 rule almost all AdV labs) Mastadenovirus caesari
Human mastadenovirus D: dominating, most abundant Mastadenovirus dominans
Human mastadenovirus E: exotic single HAdV type

in the species (among chimp AdVs) Mastadenovirus exoticum

Human mastadenovirus F. detectable mainly in faeces Mastadenovirus faecale

(We are not following this scheme for Human mastadenovirus G because HAdV-52 was not confirmed as a
human virus, and there seems to be no need to implicate this group of viruses in having medical importance
when they originate from Old World monkeys. Instead, we propose to rename the species after a respected
adenovirologist from Scotland, William C. Russell.)

scientist
Russell (simian AdV-1, +many SAdVs; human AdV-52) Mastadenovirus russelli

R
o CEPR

BREBHERHAR LY
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Human mastadenovirus A
Human mastadenovirus B

Human mastadenovirus C
Human mastadenovirus D
Human mastadenovirus E
Human mastadenovirus F
Human mastadenovirus G

) Mastadenovirus human
Mastadenovirus

adami adenovirus 12

BATIE, —#KBL LT,

Mastadenovirus adami
Mastadenovirus blackbeardi

Mastadenovirus caesari
Mastadenovirus dominans
Mastadenovirus exoticum
Mastadenovirus faecale
Mastadenovirus russelli

Complete

X73487
genome

HAdV-12

human adenovirus Al2, HAdV-AI2, E F7F /914 ILRAI2 %RED


https://www.ncbi.nlm.nih.gov/nuccore/X73487

Human mastadenovirus OfE ¥ &
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TATHEALKER R - FRiE K 8,19/64,37,53,54,56,85
QMEPIR S R - BIRK - (RIER) 4
RO F B 40,4 |
- G R B RG K 52
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TABLE1 Demographics of patients used in the study and the characterized HAQV types®

HAdV-related MNon-related MNot-admitted Excluded
admission admission
HAdV genotype
A3l 1(8.3%)
B21 3 (7.5%) - - -
B3 22 (55.06) 3 (27.3%) 152 (73.4%) 2 (16.7%)
Bs - — 2 (1.0%) 1(8.3%)
B7 - - 1 (0.5%) -
1 1(2.5%) 1(9.1%) 17 (8.2%) 2 (16.7%)
C2 4 (10.0%) 4 (36.4%) 26 (12.6%) 2 (16.7%)
[ - - 1 (0.5%) -
E4 2 (5.0%) — 2 (1.0%)
Missing 8 (20.0%) 3(27.3%) 6 (2.9%) 4(33.3%)
TABLE 1 Comparison of prevalent adenoviruses between Japan and the United States
Species Type® Subgroup Type of infection® Japan® USA*
A 2 testina 0 02
8 3 1 24 23 |
7 T TZ9
21 o 1.6
1 nrestinal 02 02
14 ND* a1 |
34 ND 0.2
35 0 a5
1 Respiratory, gastrointestinal, including hepatitis, urinary 15 14
2 288 19.6
5 6.7 34
6 2 1.2
D 8 Keratoconjunctivitis, gastrointestinal 0 34
9 0 ND
15 ND (iR}
19 06 0.2
2 SREF7ANATLRERE . " o
3 BARYFA)VATIIRER RS RS 0 ND
v y
53 05 0.6
54 5.1 ND
56 i A
64 0.6 ND
E 4 nctivitis, respiratory 5.2 134
F 4 nal 26 0.2
G 52 estinal ND ND
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