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PEERTERVEUSN DNV NI Z—ThD H. suis DoyEf
B MR THIO TRINL =28, RE THhD, LW Frgil
IO G EE BB RTIE, B EHEOBLEND,
YU ACE A G TRV RN Y A R o S Al 7 15 D BR
FEMDTZ, T2, BCG V7T 2 O Il E % R I2T5
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A2 TN | 2B —DOF R ELTWD, AFFETIEL 5
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P, BATIIZNE TSI E O o BER & 13780 » 7, K
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C. ulcerans DVRFAE 713 DNA EHiDORELZITH
72D ) AHND R AT LML RN ZeE BT
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D95G) Z/EHL | %/ NC KB EIE A JIE L 72, £ DR
R BRRTF /AL ELZITITLAR TN, &6
({2 MOE Z I\ eR v 7 i Ral—iar &2 70, FELUVH
HAERICOWTREZITo 72, [&%, FRZARL]

3. HH BRSSO BRFS I B T DA R

INETIHLEMAI ) —=2 7l o THELBN T EY ME
BN DONWT IR EAIIEIC L D5 B LR E D
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RBrE EML 72, 22T 1T BFRE - REICRRESN T
UWVRWKGRRITAR AL | R YE SL Ol E | IR AR S0, TR AR 7 18
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