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TABLE 1 | Variable lipooligosaccharide (LOS) structures synthasized by different C. jejuni LOS locus types.

Anti-GM1 Anti-GD1a Anti-GQ1b/GT1a e NN S S
B C and accession no.)
— = - A (RM1048/ATCCA43432 AF215650) ele. enesbe
: = * 0 S °
3.0 : : a4 -
: 2
2 2 B . - .
Eed . ¥ [ B (81-176 CPO0D0538.1) cenie
= ‘ K ; :s
B 1.0 § . 1% | o
;g. | | i ‘ o ﬁj , ‘ rrare —
o = =M [ B ]| | L,W_;____:_:%_ [ C (11168 AL111168.1) bagese - ozomee -|
A B CODE FUC A B CDE FUC A BCDE FUC D (RM3418 EU404109) Human ganglioside-like LOS structures other than GM1,
LOS locus class GD1, and GQ1b (unknown)
. . 102517 E (81116 CP0O00814) Human ganglioside-like LOS structures other than GM1,
The Journal of Infectious Diseases 2006;193:547-55 GD1, and GQ1b (unknown)
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P (4031 HG428754.1) Non-sialylated LOS with N-acatyl quinovosamine
BizF EPY4X LOS class -
Al A2 B1 B2 C R (GC149 AY962325) geegse — sosese
orfl4c 800 bp - - - - + e
_ _ _ Experimentally characterized LOS structures fo date. Hypothetical structuras are not included here. Glyc
cgtB 502 bp t + Nomenciature For Glycans (SNFG).
cgtA-llb 302 bp - - + + - Front Microbiol 2020 11: 677
cst-1l 200 bp + + + + -
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gB:HS2 28 22.6 gO:HS19 16 14.0 gO:HS19 25 21.7
gD:HS4 21 16.9 gB:HS2 14 12.3 gD:HS4 22 19.1
gG:HS8/17 15 12.1 gD:HS4 13 1.4 gB:HS2 20 17.4
gO:HS19 9 7.3 gl:HS10 11 9.6 gl:HS10 7 6.1
gC:HS3 6 4.8 gC:HS3 9 7.9 gE:HS5 7 6.1
6 4.8 7 6.1 6 5.2
6 48 6 53 6 52
6 4.8 6 5.3 5 43
5 4 5 4.4 3 26
4 a2 s s 2 17
3 24 3 26 3 26
3 24 2 1.8 1 0.9
2 16 2 18 gL/u 1 0.9
1 08 1 0.9 1 0.9
1 08 1 0.9 6 5.2
1 0.8 1 0.9 B 115 100.0
7 5.6 13 114

124 100.0 114 100.0
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