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Development of a Broad-Spectrum Genetic Detection System for Hantaviruses

◼ Hantaviruses are zoonotic viruses naturally harbored by small mammals 
such as rodents. They can cause severe disease in humans; however, no 
approved vaccines or effective treatments are currently available.

◼ In Japan, no human cases have been reported over the past 30 years. 
Nevertheless, because transmission occurs through rodents, the possibility 
of latent or sporadic outbreaks cannot be excluded.

◼ We aim to bridge the gap between research focused on serological 
diagnostic systems and candidate vaccine antigen identification, and 
translational research toward vaccine development.
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⚫ In addition to rodent-borne hantaviruses, our approach enables the 
detection of hantaviruses associated with Eulipotyphla and 
Chiroptera.

⚫ This allows rapid identification of both known and novel 
hantaviruses, thereby contributing to vaccine development and next-
generation diagnostic systems for early detection.
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◼ Currently investigating applications in serological diagnostics

◼ Planning to identify potential vaccine antigens

◼Background and Unmet Challenges
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