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2019/2020 283 12
2020/2021* 248 13
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2023/2024 243 14
2024/2025 346 117
2025/2026 340 111
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2025 UKHSA G140 241 55 53/55  (96.4%) 51/55  (92.7%)




UKHSA G140 =0BIB MER  seespssigms

® UKHSA~D[E& @ FFERITA~DEE

Identification Serogroup B - AR adia ki
: ; 5
L.pneumophila Serogroup 1 1 L posamapinia 3010 i
: L. pneumophila SG2-14(15) 12
L.pneumophila Serogroups 2 - 15 40
- = : 6 L. pneumophila SGg4/10 20
L-pnoumoping Sl ol L. pneumophila SG10LL 4
L.pneumophila Not applicable 3 L. pneumophila SGEITE8 8
Legionella spp. 4 Legionella spp. 1
o 1 EE% L 2
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D& IZ. L pneumophila SGg4/10 THGH
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%ﬁMJ**ﬂE BMEan£dH? 2023 54 11 0 27 16
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